Summary -Genetic variation in 7 French populations of the Corsican mouflon (Ovis ammon musimon) was investigated by red-cell blood-group typing and electrophoresis of hemoglobin and transferrin. The 7 populations included 3 that were captive, 3 
hemoglobin and transferrin. The 7 populations included 3 that were captive, 3 established by introducing animals into the wild and 1 native population on Corsica. Raw data were treated by classical monofactorial indexes and multivariate analyses. These analyses revealed no significant reduction of genetic variability in either the captive or the introduced feral populations, although the number of founder individuals was very low in both cases. The maintenance of genetic variation is explained by the diverse geographical origins and by the genetic divergence of the founder individuals. Moreover, multivariate analyses revealed a genetic structure related to the origin of the founder populations. Longterm resilience of gene combinations of blood factors and absence of gene flow between populations are suggested as the factors explaining conservation of the genetic make-up of the founder individuals over several generations. Finally, the presence of the hemoglobin A allele in 4 of the populations allows discussion of the emergence of the mouflon by feralization from archaic sheep. (Tomiczek, 1985; Uloth and Prien, 1985) . Numerous European countries (from Spain to ex-USSR) and other parts of the world (USA, Kerguelen Islands) also harbor introduced mouflon populations (Nadler et al, 1971; ONC, 1985 (Nadler et al, 1971; Bunch et al, 1978) showed that both loci were polymorphic and the analysis of red-cell blood groups (Nguyen and Bunch, 1980; Bunch and Nguyen, 1982) (Nguyen and Bunch, 1980) and by electrofocalisation in the case of hemoglobin. Genetic distances were calculated from allelic frequencies using Gre- gorius' distance, which satisfies all the properties of a mathematical distance (Gregorius, 1984) . Relationships between populations were inferred using the Neighbor program of the Phylip package (Felsenstein, 1990 (Nguyen, 1972; Nguyen and Ruffet, 1975 Multivariate analyses were performed on Biomeco software (Lebreton et al, 1990) .
RESULTS

Blood proteins
Table II provides the allelic frequencies for the hemoglobin and transferrin loci in the 7 populations. Four alleles were detected at the transferrin locus, TrfD being the most common, as in other mouflon populations (Nadler et al, 1971; Stratil and Bobak, 1988 (Naitana et al, 1990) and Italian (Randi et al, 1991) (Hartl, 1990) and Italian (Randi et al, 1991) (Tomiczek, 1985; Uloth and Prien, 1985) including breeding with domestic sheep or with Middle-Eastern subspecies of mouflon (Pfeffer, 1984 (Poplin, 1979; Vigne, 1983) , the mouflon originated from the first domesticated sheep (Neolithic) followed by feralization in the Corsico-Sardinian islands. The emergence of the mouflon would have therefore occurred between 6 000 and 4 000 BC (Vigne, 1983) . Support for this hypothesis was provided by ' Bunch et al (1978) 
